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Figure 1: Sequence listing of the OAS1 gene 



LOCUS NM_016816 1590 bp mRNA linear PRI 

22-FEB-2001 rt _ . _ 

DEFINITION Homo sapiens 2 ■ , 5 ■ -oligoadenylate synthetase 1 (40-4 6 kD) 

(OAS1) , 

transcript variant E18, mRNA. 
ACCES S I ON NM_0 16816 
VERSION NMJD16816 . 1 GI : 8051620 

KEYWORDS 

SOURCE human . 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 

Euteleostomi; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; 

Homo . 
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AUTHORS Merlin, G. , Chebath,J., Benech,P., Metz,R. and Revel,M. 
TITLE Molecular cloning and sequence of partial cDNA for 

interferon-induced (2 1 -5 1 ) oligo (A) synthetase mRNA from 

human cells 
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Interferon-induced binding of nuclear factors to promoter 
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Islam, M.Q., Levan,G., Horisberger , M. A. , Content, J., 
and 
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interferon 
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XN, Korenberg JR, de Jong P and Pulst SM. 
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Genomics 44 (3), 321-329 (1997) 
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Monk S, Carter S, Ross CJ, Pang J , Twells R, Chamberlain 
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AP, Strachan T and Kucherlapati R. 
TITLE A sequence-ready physical map of a region of 12q24,l 

JOURNAL Genomics 45 (2), 271-278 (1997) 
MEDLINE 98008914 
PUBMED 9344649 
REFERENCE 13 (bases 1 to 1590) 

AUTHORS Hovnanian, A. , Rebouillat , D. , Mattei,M.G., Levy, E . R. , 
Marie, I . , 

TITLE 
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encoding the 
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COMMENT REVIEWED REFSEQ: This record has been curat ed by NCBI 

staff. The 

5' 

by 

interferons and catalyzes the 2', 5' oligomers of 

adenosine in 

order to bind and activate RNase L. This enzyme family 

plays a 

significant role in the inhibition of cellular protein 

synthesis 

and viral infection resistance. Alternative splicing of 

this gene 

produces two isoforms which share identical N-terminal 

sequence but 

diverge at exon 7 . 

Transcript Variant: Transcript variant E18 represents 

the 1.8 kb 

product that diverges from the predominant transcript 

variant E16 

in exon 7. This form contains an additional exon and is 

very 

hydrophilic as compared to transcript variant E16. 
COMPLETENESS: complete on the 3' end. 
FEATURES Location/Qualifiers 
source 1. . 1590 

/organism="Homo sapiens" 
/db_xref="taxon: 960 6" 
/ chr omo s ome = " 1 2 " 
/map="12q24.1" 
gene 1..1590 

/gene="OASl" 
/note="IFI-4; OIAS" 



reference sequence was derived from X02875.1. 

Summary: This gene encodes an enzyme included in the 2', 

oligoadenylate synthase family. This enzyme is induced 
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/db_xref="LocusID: 4 938" 
/db_xref=="MIM: 164350" 
CDS 34.. 1236 

/gene="OASl" 
/EC_number=="2 .7.7.-" 

/note="Isoform E18 is encoded by transcript 



variant E18; 



isoform E18" 



2 1 , S'-oligoadenylate synthetase" 
/codon_start=l 
/db_xref ="LocusID : 4 938 " 
/db_xref=="MIM: 164350" 

/product="2 ' , 5'-oligoadenylate synthetase 1, 

/protein_id="NP_058132. 1" 
/db xref="GI: 8051621" 



/trans lation= "MMDLRNTPAKSLDKFIEDYLLPDTCFRMQIDHAIDIICGFLKER 

CFRGSSYPVCVSKWKGGSSGKGTTLRGRSDADLWFLSPLTTFQDQLNRRGEFIQEI 

RRQLEACQRERALSVKFEVQAPRWGNPRALSFVLSSLQLGEGVEFDVLPAFDALGQLT 

GSYKPNPQIYVKLIEECTDLQKEGEFSTCFTELQRDFLKQRPTKLKSLIRLVKHWYQN 

CKKKLGKLPPQYALELLTVYAWERGSMKTHFNTAQGFRTVLELVINYQQLCIYWTKYY 

DFKNPIIEKYLRRQLTKPRPVILDPADPTGNLGGGDPKGWRQLAQEAEAWLNYPCFKN 

WDGSPVSSWILLAESNSTDDETDDPRTYQKYGYIGTHEYPHFSHRPSTLQAASTPQAE 

EDWTCTIL" 
variation 12 4 

/allele="A" 
/allele="G" 

/db_xref ="dbSNP : 1050994 " 
variation 37 6 

/allele="C" 
/allele="T" 

/db_xref=="dbSNP: 1050995" 

variation 1021 

/allele="C" 
/allele="T" 

/db__xref ="dbSNP :1804488" 

variation 1115 

/allele="C" 
/allele="G" 

/dblxref="dbSNP: 1051042" 

variation 1320 

/allele="A" 

/allele="G" 

/ db__xre f = " dbSNP : 2 6 6 0 " 
polyA_signal 1565 . . 1570 
polyA_signal 1571 . . 1576 
polyA_site 1585 
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BASE COUNT 425 a 417 c 38 6 g 362 t 

ORIGIN 

1 gaggcagttc tgttgccact ctctctcctg tcaatgatgg atctcagaaa 
taccccagcc 

61 aaatctctgg acaagttcat tgaagactat ctcttgccag acacgtgttt 
ccgcatgcaa 

121 atcgaccatg ccattgacat catctgtggg ttcctgaagg aaaggtgctt 
ccgaggtagc 

181 tcctaccctg tgtgtgtgtc caaggtggta aagggtggct cctcaggcaa 
gggcaccacc 

241 ctcagaggcc gatctgacgc tgacctggtt gtcttcctca gtcctctcac 
cacttttcag 

301 gatcagttaa atcgccgggg agagttcatc caggaaatta ggagacagct 
ggaagcctgt 

361 caaagagaga gagcactttc cgtgaagttt gaggtccagg ctccacgctg 
gggcaacccc 

421 cgtgcgctca gcttcgtact gagttcgctc cagctcgggg agggggtgga 
gttcgatgtg 

481 ctgcctgcct ttgatgccct gggtcagttg actggcagct ataaacctaa 
cccccaaatc 

541 tatgtcaagc tcatcgagga gtgcaccgac ctgcagaaag agggcgagtt 
ctccacctgc 

601 ttcacagaac tacagagaga cttcctgaag cagcgcccca ccaagctcaa 
gagcctcatc 

661 cgcctagtca agcactggta ccaaaattgt aagaagaagc ttgggaagct 
gccacctcag 

721 tatgccctgg agctcctgac ggtctatgct tgggagcgag ggagcatgaa 
aacacatttc 

781 aacacagccc aaggatttcg gacggtcttg gaattagtca taaactacca 
gcaactctgc 

841 atctactgga caaagtatta tgactttaaa aaccccatta ttgaaaagta 
cctgagaagg 

901 cagctcacga aacccaggcc tgtgatcctg gacccggcgg accctacagg 
aaacttgggt 

961 ggtggagacc caaagggttg gaggcagctg gcacaagagg ctgaggcctg 
gctgaattac 

1021 ccatgcttta agaattggga tgggtcccca gtgagctcct ggattctgct 
ggctgaaagc 

1081 aacagtacag acgatgagac cgacgatccc aggacgtatc agaaatatgg 
ttacattgga 

1141 acacatgagt accctcattt ctctcataga cccagcacgc tccaggcagc 
atccacccca 

1201 caggcagaag aggactggac ctgcaccatc ctctgaatgc cagtgcatct 
tgggggaaag 

1261 ggctccagtg ttatctggac cagttccttc attttcaggt gggactcttg 
atccagagaa 

1321 gacaaagctc ctcagtgagc tggtgtataa tccaagacag aacccaagtc 
tcctgactcc 

1381 tggccttcta tgccctctat cctatcatag ataacattct ccacagcctc 
acttcattcc 

14 41 acctattctc tgaaaatatt ccctgagaga gaacagagag atttagataa 
gagaatgaaa 

1501 ttccagcctt gactttcttc tgtgcacctg atgggagggt aatgtctaat 

gtattatcaa 

15 61 taacaataaa aataaagcaa ataccaaaaa 

// 
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Figure 2: Schematic of the OAS1 gene showing intron/exon structure and 
protein structure 
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